Agarwal, S., see Kumar, S.
2 (2019) 1950008 Akhter, N., see Kabir, K. L.
2 (2019) Liu, L., see Gao, L.
3 (2019) 1950037 Liu, L. and Liu, J., A sparse and decomposed particle swarm optimization for inferring gene regulatory networks based on fuzzy cognitive maps 4 (2019) 1950023 Liu, Y., Ma, Y., Salsman, E., Manthey, F. A., Elias, E. M., Li, X. and Yan, C., An enrichment method for mapping ambiguous reads to the reference genome for NGS analysis 6 (2019) 1940012 Lobanov, M. Yu., see Galzitskaya, O. V.
6 (2019) 1950010 Lu, Y., Yuan, L., Chen, X., Zhang, A., Zhang, P. and Zou, D., Systematic analysis and identi¯cation of unexpected interactions from the neuroprotein drug interactome in hydrocephalus pharmacological intervention 1 (2019) 4 (2019) 1940006 Wang, H., Lian, Y., Li, C., Ma, Y., Yan, Z. and Dong, C., SIN-KNO: A method of gene regulatory network inference using single-cell transcription and gene knockout data 6 (2019) 1950035
